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Abbreviations < yla-Y!

7-mG 7-methylguanosine
AAV Adeno-associated virus
ADE Adenosine de-aminase deficiency
APAF Apoptotic protease activation factor
AS Angelman syndromes
Bcl-2 B cell lymphoma-2
Bp Base pair
C Constant region
cAMP Cyclic adenosine 3,5, monophosphate
CAP Catabolic gene activator protein
CDKs Cyclic-dependent kinases
cDNA Complementary DNA
CGRP Calcitonin-gene related peptide
Nut R Nutrilisation site (rightward)
Nut L Nutrilisation site (leftward)
tRI Terminator right ward
tL Terminator left ward
PL/OL Promoter and operator (rightward)
PR/OR Promoter and operator (leftward)
cM Centimorgan
CT Composite transposons
DMTs DNA methyltransferases
DNA Deoxyribonucleic acid
dsRNA Double strand RNA
FR Flanking region
GREs Gene response elements
GT Gene therapy
HATs Histone acetyl transferases
HDACs Histone deacetylases
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HIV Human immunodeficiency virus
HMTs Histone methyltransferases
HREs Hormone response elements

HSP Heat shock proteins

I Inosine

Ig Immunoglobulin

IS Insertion sequences
Kb Kilo base
mRNA Messenger RNA
mtDNA Mitochondrial DNA

NGS Next-generation DNA sequencing

NPC Nuclear pore complex

ORF Open reading frame

Paq Promoter anti q

p* Tumor suppressor protein
PARP Poly(ADP-ribose) polymerase
PCR Polymerase chain reaction
Pi Promoter inducible
PIC Pre-initiation complex
PL Promoter leftward
PR Promoter rightward

PRE Promoter for repressor establishment
PRM Promoter for repressor maintenance

PI Promoter for integration

PRI Secondary rightward promoter

Pol-II Polymerase-II
Pre-RNAI Pre-mature RNAI

PWS Prader-Willi syndrome

Rac Ras-related C3
RFLP Restriction fragments length polymorphism
RISC RNA induced silencing complex
RNA Ribonucleic acid
RNAi RNA interference
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rRNA Ribosomal RNA
SCID Severe combined immunodeficiency
siRNAs Small interfering RNAs
SNP Single nucleotide polymorphism
SUMO Small ubiquitin-like modifier
TBP TATA-binding protein
TFII Trans Factor 11
TFIID Trans factor-I1ID
tRNA Transfer RNA
UTRs Untranslated regions
\4 Variable region
WES Whole exome sequencing
A Lambda phage
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