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Basis of virus classification

International Union of Microbiological Societies (1927).

The International Classification of Viruses (1966).

International committee on the taxonomy of viruses (ICTV) (1975).

10 reports: the first report released in 1971 and the last was in 2018.




Basis of virus classification

Established by international committee on the taxonomy of viruses (ICTV):

» Virus size, shape and stability (morphology).

» Capsid symmetry (helical - icosahedral - complex).

%<+~ ) Presence or absence of virus envelope (naked - enveloped).

» Type and characteristics of the viral genome (ssRNA (+ or -), dsRNA, ssDNA,

dsDNA, segmented or non-segmented).

> Strategy of virus replication (Baltimore classification).



Baltimore classification
Genetic material present in the virion
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Phylogenetic Classification
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ICTV, 2018
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ICTV, 2018

Negarnaviricota
Haploviricotina Polyploviricotina
Nidovirales
Cornidovirineae
Cornidovirineae
Orthocoronavirinae
 Genus (virus)




ICTV, 2018 -
e — Phylum: Negarnaviricota
| — Subphylum: Haploviricotina
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*. - Class: Chunqiuviricetes
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<4 Order: Serpentovirales
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<4+ Order: Mononegavirales
<4+ Class: Ellioviricetes
— Class: Insthoviricetes

4+ Family: Orthomyxoviridae




ICTV, 2018

+ Genus: Alphacoron-
- Genus: Betacoronavirus

Species: Betacoronavirus 1

Species: China Rattus coronavirus HKU24

Species: Human coronavirus HKU1

Snecies* Murine coronaviris



ICTV, 2018
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Classification criteria

Nucleic acid RNA

(total in kb)
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