
Defini&on	  of	  AC,	  GI	  &	  version	  

•  AC:	  It	  is	  a	  stable	  complete	  sequence	  record.	  

•  GI	  &	  version	  number:	  It	  is	  a	  unique	  iden&fiers	  
for	  the	  sequence	  data	  within	  a	  record.	  

•  Any	  change	  occurs	  to	  the	  sequence	  data,	  the	  
version	  number	  for	  that	  sequence	  is	  
incremented	  by	  one	  decimal	  and	  a	  new	  GI	  
number	  is	  assigned.	  



File	  sequence	  formats	  

•  The	  files	  for	  DNA,	  RNA	  or	  protein	  sequences	  
could	  be	  displayed	  in	  two	  formats:	  

Genbank	  (gb)	  
Fasta	  

•  Remember	  we	  are	  speaking	  here	  about	  the	  type	  of	  sequence	  file	  format	  which	  
applies	  for	  DNA,	  RNA	  and	  protein.	  

•  But	  the	  nucleoBde	  database	  is	  only	  for	  DNA	  and	  RNA	  



GenBank	  



GenBank	  file	  format	  provide	  
informa&on	  

•  Length	  (example,	  1400	  bp	  in	  case	  of	  DNA/RNA.	  OR	  102	  aa	  in	  case	  of	  
proteins)	  

•  Type	  (i.e,	  DNA,	  cDNA,	  RNA,	  cRNA,	  linear,	  circular)	  
•  Accession	  number	  (AC)	  (example,	  U49845)	  
•  GenIdenBfier	  (GI	  or	  gi)	  (example,	  292659771)	  	  	  
•  Version	  of	  accession	  number	  (example,	  U49845.3)	  
•  Organism	  name	  
•  Download	  fasta	  file	  
•  Not	  suitable	  for	  use	  in	  programs	  and	  soYware.	  
•  Each	  10	  bases	  are	  separated.	  
•  Each	  line	  of	  sequence	  has	  60	  bases.	  	  
•  Sequences	  must	  be	  converted	  from	  genbank	  to	  fasta	  format	  



GenBank	  format	  

Title	  

Locus	  

Version	  

Features	  

Amino	  acid	  
seq	  in	  fasta	  

DNA	  bases	  
in	  gb	  format	  

Title	  Accession	  #	  

Version	  

fasta	   Length	  

Type	  GI	  	  #	  

Organism	  



Features	  in	  GenBank	  

Look	  for	  base	  posi&ons	  

base	  posi&ons	  for	  CDS	  

Protein	  sequences	  as	  fasta	  format.	  
Also,	  given	  the	  GI	  number,	  protein	  
name	  and	  ID	  



Each	  line	  of	  sequence	  	  
in	  Genbank	  is	  60	  bp	  

Note	  that:	  
Each	  line	  is	  
displayed	  as	  	  
10	  sequences	  
separated	  from	  
ach	  other	  



Finding	  gene	  co-‐ordinate	  

Change	  region	  shown	  



You	  can	  enter	  numbers	  to	  see	  
sequence	  in	  this	  region	  



Amino	  Acids	  (aa)	  abbrevia&ons	  
•  A	  
•  B	  
•  C	  
•  D	  
•  E	  
•  F	  
•  G	  
•  H	  
•  I	  
•  J	  
•  K	  
•  L	  
•  M	  

•  N	  
•  O	  
•  P	  
•  Q	  
•  R	  
•  S	  
•  T	  
•  U	  
•  V	  
•  W	  
•  X	  
•  Y	  
•  Z	  

Alanine	  	  

Glycine	  	  

Proline	  	  

Valine	  	  

Leucine	  	  

Methionine	  	  

Serine	  
Threonine	  

HisBdine	  

Glutamic	  or	  Glutamine	  

Any	  

Pyrrolysine	  

Selenocysteine	  

Phenylalanine	  	  

Tyrosine	  	  

Tryptophan	  
Lysine	  

Arginine	  

Glutamine	  

Asparagine	  

Glutamic	  	  

AsparBc	  	  

AsparBc	  or	  Asparagine	  
Cysteine	  	  

	  Isoleucine	  	  


